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RAW SEQUENCE LISTING DATE: 11/07/2000 

PATENT APPLICATION: US/09/580 ,.201A TIME: 15 : 56 ; 3^ 

Input Stvt : A:\2314-187.app 

OuLpuL Sfct: N:\CEF3\iI072 000\l5 802 01A.raw 

i <'1I0> APPLICANT: Mcintosh, J. Michael 

4 Ollvera, Baldoniex'O M. 

5 Cruz, Lourdes J. 
(} Corpuz, Gloria P. 
7 Jones, Robert M. 
B (Barrett:, James E. 

10 <120> TITLE OF INVENTION: Conotoxln Peptides 

12 <130> FILE REFERENCE: Cono toxin Peptides 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/09/580 , 20 lA 

C~-> 15 <141> CURRENT FILING DATE: 2000-05-26 

17 <150> PRIOR APPLICATION NUMBER: US 60/173,298 

18 <15I> PRIOR FII;ING DATE: 1999-12-28 

20 <150> PRIOR APPLICATION NUMBER: US 60/118,381 

21 <151> PRIOR FILING DATE: 1999-01-29 

23 <150> PRIOR APPLICATION NUMBER: US 09/493,14 3 

24 <151> PRIOR FILING DATE: 2000-01-28 
20 <160> NUMBER OF SEQ ID NOS : 20 

28 <170> SOFTVJARE: Patent In Ver. 2.0 

30 <210> SEQ ID NO: 1 

31 <211> LENGTH: 14 

32 <212> TYPE; PRT 

33 <213> ORGANISM: Artificial Sequence 

3 5 <220> FEATURE: 

36 <223> OTHER 1NF0RI4ATI0N : Description of Artificial Sequence : generic 

37 conotoxin peptide sequence 
39 <22 0> FEATURE: 

4 0 <2 21> NAME/KEY: PEPTIDE 
41 <222> LOCATION: (1)..C2) 

4 2 <223> OTHER INFORMA'J'ION : Xaa at res J.due 1 is des-Xaa, Asn , Gin or pyro-Glu; 

43 Xoa at residue 2 is des-Xaa, Gly, Ala, Glu , gamma - 

4 4 ca r boxy -Glu, Asp, Asn, Ser , Thr , g - As n ( v;lie regis 

45 glycosylation ) , g-Ser or g-Thr; 

4 7 <220> FEATURE; 

48 <221> NAME/KEY: PEPTIDE 

4 9 <222> LOCATION: (3).. (7) 

50 <223> OTHER INFORMATION: Xaa at: residue 3 is Val, Ala, Gly, Leu, lie, Ser, 

51 Thr, g-Asn, y-Ser or g-Thr; Xaa at residue 7 is 

52 Phe, Tyr, meta-Tyr, ortho-Tyr, nor-Tyr, 

53 mono -halo -Tyr, di- halo- Tyr, 0- sulpho-Tyr , 
W--> 54 O-phospho-Tyr , 

56 <220> FEATURE: 

57 <221> NAME/KEY: PEPTIDE 

58 <222> LOCATION: (7) 

59 <223> OTHER INFORMATION: nitrO'Tyr; Trp (D or L) , neo-Trp, lialo-Trp (D or 

60 L)f ^ny synthetic aromatic amino aci.d, an 

61 aliphatic amino acid bearing linear or brartched 

62 saturated hydrocarbon chains such as Leu (D or L) , 
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RAW SEQUENCE LISTING OAT]!:: :i 1/07/2000 
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W--> 63 He and 

65 <2 2C|> PL^ATUREi 

66 <22I> NAME/KEY: PEPTIDE 

67 <2 22> LOCATION; (7).. (8) " 

68 <223> OTHER INFORMATION: Veil or noil - iiQ tu ral ' derivatives of: the aliphatic 

69 amino acid; Xan at residue 8 is Lys, Ary, 

70 lionio Lysine , homoargin ine , ornithine, nor-Lys, His, 

71 N - me t hyl - Ly s , N , N ' - d ime thy 1 - Ly s , 
V/--> 72 N,N' ,N' • "trimethyl-Lys, 

74 <2 20> FEATURE: 

75 <221> NAME/KEY: PEPTIDE 

76 <222> LOCATION: (8).. (9) 

77 <223> OTHER INFORMATION: any synthetic basic amino acid, Ser, Thr, g-Ser, 

78 cj-Thr or any Ir/droxyia ted synthetic residue; Xaa 

79 at: residue 9 is an aliphatic amino acids beariny 

80 linear or branclied saturated hydrocarbon chains 
W--> 81 such 

83 <220> FEATURE: - ' 

84 <221> NAME/KEY: PEPTIDE 

85 <2 2 2> LOCATION: (9) 

■86 <223> OTHER INP^ORMATION : as Leu (D or L), He and Val or non-natvirai 

87 derivatives of the aliphatic amino acid; Met, Phe, 

88 1'yr/ meta-Tyr, ortho-Tyr, nor-Tyr, mono- ha lo-Tyr, 

89 di-halo-Tyr, 0- sulpho-Tyr , O-phospho-Tyr^ § 
W--> 90 nitro-Tyr, 

92 <220> FEATURE: 

93 <221> NAME/KEY: PEPTIDE 

94 <222> LOCATION: (9).. (XT) 

95 <223> OTHER iNFOm-lATlON : Trp (D or L), neo-Trp, haio-Trp (D or L) or any 
synLlietic aromatic amino acid; Xaa at: residue 11 
is His, Ser, Thr, g-Ser, g-Thr, an aliphatic amino 
acid bearing lineeir or branched saturated 



Val, non -natural derivatives of the aliphat.i.c 
amino acid, Phe, Tyr, meLa-Tyr, ortho-Tyr> 
nor-Tyr, mono- ha lo- Tyr, di-halo-Tyr, 0- su Ipho-Tyr , 
FEATURE: 

NAME/KEY: PEPTIDE 
LOCATION : (11) . . (14 ) 

OTHER INFORMATION: O-phospho- Tyr / nitro-Tyr, Trp (E 
halo -Trp (D or L) or a synthetic aromatic amino 
acid; Xaa at residue 12 is Pro, iiydroxy- Pro (Hyp) 
or g-Hyp; Xaa at residue 14 is des-Xaa, Gly, Ala, 
FEATURE: 

NAME/KEY; PEPTIDE 
LOCATION: (,1.4) 



96 




97 




98 




100 


<220> 


101 


<221> 


102 


<222> 


103 


<22 3> 


104 




105 




106 




10 8 


<220> 


10 9 


<2 2i.> 


110 


<222> 


111 


<223> 


112 




113 




114 




116 


<220> 


117 


<22I> 


118 


<222> 
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RAW SEQUENCE LISTING DATE: :H/07/2000 

PATENT APPLXCAT.rON: US/09/5 80 , 2 0 lA TlMUl: 15:56:3:1 



Ttlpul: Set : A:\2 314 -187.app 

OutpiiL Set: N:\CRF3\11072000\l58020lA.raw 

119 <223> OTIiE:R INFORMATION: Lys, Arg, honiolysine, homoar9inine, ornithine/ 

120 nor-Lys, llis. N-meChyl - Lys , N ' -dim.eLliyl- Lys , 

121 N, N ' , N ' ' - trimethyl-Lys or any syntlietic basic 

122 amino acid. 

124 <4 0p^ SEQUENCE: 1 ^ ( ' / / / 

125 Xaa Xaa Xaa Cys Cys Gly Xaa Xaa Xaa Cys Xaa Xaa Cys Xaa 

126 1 5 10 

129 <210> SEQ 10 NO: 2 

130 <211> LENGTH: 13 

131 <212> TYPE: PRT 

13 2 <213> ORGANISM; Conus marmoreus 
134 <220> FEATURE: 

1 3 5- < 2 2 1> N AI'lE/K E i' : P E PT J. DE 

136 <222> LOCATION: (7).. (8) 

137 <223> OTHER INFORMATION; Xaa at residue 7 is Tyr, niono-halo-Tyr , 
13B di'halo-Tyr, 0- su IpUo-Tyr , 0-Pliospho-Tyr or 

139 nitro-Tyr; Xaa at rt^sidue 8 is Lys, N-methyl - Ly s , 

14 0 N, N- dimethyl -Lys or N, N- trimethyi Lys 
:i,4 2 <2 20> FEATURE: 

143 <221> NAME/KEY: PEPTIDE 
1-^4 <222> LOCATION: (12) 

145 <223> OTHER INFORMATION: Xaa at residue 12 is Pro or hydroxy-Pro. 
147 <400> SEQUENCE: 2 ^ ^ ' 

14 8 Asn Gly Val Cys Cys Gly Xaa Xaa Leu Cys His Xaa Cys 

149 ■ 1 5 10 

152 <210> SEQ ID NO: 3 

153 <211> LENGTH: 12 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Con us marmoreus 

157 <220> FEATURE: 

158 <221> NAME/KEY: PEPTIDE 

159 <222> LOCATION: (5).. (7) 

160 <223> OTHER INFORMATION: Xaa at residue 6 is Tyr, mono - ha 1 o- Tyr , 

161 di-tialo-Tyr, O- suipho-Tyr. O- Phospho-Tyr or 

162 ni.tro-Tyr; Xaa at residue 7 is Lys, N-methyl-Lys , 

163 N, N-dimethyl -Lys or N , N , N- trimethyl Lys 
16 5 <220> FEATURE: 

166 <221> NAME/KEY; PEPTIDE 

167 <222> LOCATION: (11) 

168 <223> OTHER INFORMATION: Xaa at residue 11 is Pro or hydroxy-Pro 

170 <4 00> SEQUENCE: 3 J J / 

171 Gly. Val Cys Cys Gly Xaa Xaa Leu Cys His Xaa Cys 

172 1- - 5 10 

175 <210> SEQ ID NO: 4 

176 <211> LENGTH: .12 

177 <212> TYPE: PRT 

178 <213> ORGANISM: Unknown 

180 v-:220> FEATURE: 

181 <223> OTHER INFORMATION: Description ot Unknown Organism : unknown conns 



RAW SEQUENCE LISTING DATE: 11/07/2000 

PATENT APPLICATION: US/09/5 80 , 201A TIME: 15:56:31 



Input: Set, : A:\2314-i87.app . 
Output Set: N:\CRF3\11072000\l580201A.raw 

1B2 species 

184 <220> FEATURE: 

185 <221> NAME/KEV: PEPTIDE 

186 <222> t.OCATiON: (6).. (7) 

187 <223> OTHER IMEORMATiON: Xiiii at residue 6 is Tyr, mono-haio-Tyr , 

188 di-halo-'l'yr, 0-suIpho-^ryr/ O- Phospho-Ty r or 

189 ait CO- Tyr; Xaa at residue 7 is Lys, N-metliyl -Lys, 

190 N, N- dimethyl -Lys or N , N , N- trimethyl Lys. 

192 <22 0> l-'EATURb:: ■ / 

193 <221> NAI4E/KEY: PEPTIDE 

194 <222> LOCATION: (11) 

195 <223> OTHER INFORMATION : Xaa at residue 11 is Pro or hydroxy-Pro 
197 <4 00> SEQUENCE: '1 / /* . 

> 198 Gly Val Cys Cys Gly xaa Xaa Leu Cys His Xaa Cys 

199 1 5 10 

202 <210> SEQ ID NO: 5 , 

203 <211> LENGTH^ 11 

204 <212> TYPE; PUT 

205 <213> ORGANISM: Conus bandanus 

207 <2 20> FEATURE: 

208 <221> NAJ'IE/KEY: PEPTIDE 

209 <222> LOCATION: (5).. (6) 

210 <2 2 3> OTHER INFORMATION: Xaa at residue 5 is Tyr, mono- halo -Tyr , 

211 di-haio-Tyr, O-sulpho-Tyr, O-phospho-Tyr, 

212 nit ro- Tyr; Xaa at residue 6 is Lys, N-methy-Lys^ 

213 N , N - dime thy 1 - Lys or N , N , N - Lrimethyl - Lys ; 

215 <220> FEATURE: 

2 16 <2 2 1> NAME/KEY : PEPTIDE 

217 <222> LOCATION: (10) 

218 <223> OTHER INFORMATION: Xaa at residue 10 is Pro or hydroxy-Pro (Hyp) 
220 <400> SEQUENCE: 5 ^ ^ y 

> 221 Ala Cys Cys Gly Xaa Xaa Lys Cys Ser Xaa Cys 

222 1 5 10 

22 5 <210> SEQ' ID NO: 6 

226 <21I> LENGTH: 13 

227 <212> TYPE: PRT 

228 <213> ORGANISM; Conus textile 
230 <220> FEATURE: ■ 

2 31 <221> NAME/KEY: PEPTIDE 

232 <22 2> LOCATION: (!)..( 11) 

233 <223> OTHER INFORMATION; Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

234 residue 6 rs Tyr, mono- halo- Tyr , di- halo- Tyr / 

235 O-suipho-Tyr , O- phospho- Tyr , nitro-Tyr; Xaa at 

23 6 residue II is Pro or hydroxy -Pro (Hyp) 

238 <400> SEQUENCE: 6 ^ ^ ■ 

> 239 Xa^ Thr Cys Cys Gly Xaa Arg Met Cys Val Xaa Cys Gly 
240 1 5 10 

243 <210> SEQ I.D NO : 7 , 

24 4 <211> LENGTH: .13 
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W--> 



24 5 
246 
2AH 
219 
250 
251 
252 
253 
255 
256 
257 
260 
261 
262 
253 
265 
266 
267 
268 
270 
271 
274 
27 5 
27 6 
277 
279 
2B0 

2 81 
2B2 
2B4 
285 
288 
289 
290 
291 
293 
294 
295 
297 
298 

3 01 
302 
303 
304 
306 
307 
308 
3J0 
311 



<212> TYPE: PRT 

<213> ORGANISM: Conus pennacGus 

<220> FKATURR: 

<221> NAJ-ll2/Kt::L : Pl^PTIDE 

<222> LOCATION: (7)..(11) 

<223> OTHER J. N FORMATION : Xaa at residue 7 Is Lys, N -methy-Lys , 
N,N-d i.iiiethyl-Lys or N , N , N - trlme tliyl- tys ; Xaa at 
residue 11 is Pro or hydro.xy-Pro (Hyp) 

<4 00> SEQUENCE: 7 ^ ^ 

Ser Thr Cys Cys Gly Phe Xaa Met Cys lie xaa Cys Arg 
15 10 

<2.10> SEO 10 NO: 8 

<211> LENGTH: 2 5 

<212> TYPE: DNA 

<213> ORGANISM: Conus marmoreus 
<2 2 0> FEATURE; 

<221> NAl-lE/KEY: modif ied„base 
<22 2> LOCATION: (14) 
<223> OTHER INFORMATION: i 
<4 00> SEQUENCE:^ 8 

caggatccaa yggngtbtgy tgygg 2 5 

<210> SEQ" ID NO: 9 
<211> LENGI'H: 28 
<212> TYPE: DNA 

<213> ORGANISM: Conus marmoreus 
<2 2 0> FEATURE: 

<221> NAME/KEY: modif ied_ba SO 
<222> LOCATION: (26) 
<22 3> OTHER INFORMATION: i 
<4 00> SEQUENCE: 9 

ctggatccgg xtgrcavary ttrtancc 2 8 

<210> SEQ ID NO: 10 
<21i> LENGTH: 23 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence * 
<220> FEATURE: 

<223> OTHER INFORMATION: Description of Artificial Sequence : universal 

primer 
<4 00> SEQUENCE: 10 

aagctcgaqt aacaacgcag agt 23 
<210> SEQ ID NO: 11 
<211> LENGTH: 805 
<212> TYPE: DNA 

<213> ORGANISM: Conus marmoreus 
<2 20> FEATURE; 
<22.1> NMIE/KEY 
<2 22> LOCATION 
<4 00> SEQUENCE 



CDS 

(82 ) . . (264 ) 

i:i 



(jijcyaataca cctggcaggt actcaacgaa cttcaggaca cattcttttc accLygacac 60 
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VERIFICATION SUMMARY DAl'iZ: 11/07/2000 

PATKNT APPLICATION; US/09/5 80 , 201A TIME: 15:56:32 

Input: Set : A:\23i4 -187 , app 

Output Set: N:\CRF3\il072000\I580201A.raw 

L:14 M:270 C: Current Application Number differs, Replaceji Application Number 

t:15 M:271 C: Current Filing Date differs. Replaced Current Filing Date 

t:54 M:259 W: Field exceeds allov;ed number of lines, <223> Otlier Information: 

L:63 M:259 W: Field exceeds allowed number of lines, <223> Other Information: 

L;72 M:259 W: Field exceeds allowed number of lines, <223> Other Information: 

L;81 M:259 W: Field exceeds allowed number of lines, <223> Other information: 

b:90 M:259 W: Fie.ld exceeds allowed number of lines, <223> Otlier Information: 

L:125 M:341 W: (4G) "n" or "Xaa" used, for Sf::0 101:1 

L:148 M:341 W: (46) "n" or "Xaa" used, for SEQ ID{f:2 

L:171 M:341 W: (46) "n" or "Xaa" used, for SKQ ID#:3 

L:198 M;341 W: (46) "n" or "Xaa" used, for SEO IDS: 4 

L:221 M;341 W: (46) "n" or "Xaa" used, for SEO IDii : 5 

L:239 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:6 

L:256 M:341 W: (46) "n" or "Xaa" used, for SEO ID#;7 

L:271 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#;8 

L;285 M:341 : (46) "n" Or "Xaa" used, for SEO IDs: 9 
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